Selection of DNA aptamer for human hepatic
carcinoma based on cell-SELEX
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Selection of DNA aptamer for human hepatic carcinoma based on cell-SELEX
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Fig. 1 Schematic drawing of various structures of
DNA aptamer.

2.2 Gel I-SELEX %
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Fig. 2 Separation of ssDNA by streptavidin-coated
sepharose beads.
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Fig. 3 Schematic drawing of Cell-SELEX process.

(@Binding reaction
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Fig. 4 Cofirmation of separated products by
streptavidin-coated sepharose beads.
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Fig. 5 Flow cytometric assay for the binding of the
each round aptamers with HepG2 cells.
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Fig. 6 Flow cytometric assay for the binding of the
each round aptamers with human primary hepatocyte
cells.
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T VDL DO ELH T & o 72 (Group 1), Z D 37 ¥
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Table. 1 List of selected aptamers for HepG2 cells.
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Fig. 7 Secondary structures of aptamers (Group 1).
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Fig. 8 Flow cytometric assay for the binding of
the selected aptamers with HepG2 cells.

Cell number [ -]

100 101 102 108
Fluorescence intensity [ - ]

60

Cell number [ -]

100 101 102 103
Fluorescence intensity [ - ]
Fig. 9 Flow cytometric assay for the binding of the
selected aptamers with human primary hepatocyte
cells
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