Identification of genes responding to ELEFMF
stimulation
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1. FE®IZ

i, BEEEROERIZI I ABBINE TITERLEZZ EOARVERVERIZE L SN HHEEAEN
BRLTWS. fl2i3xER FEERULENOREEOLNIMA L ZOEK~OEEL OBENGE
BLRRoTEY, BEENOLRBEXERSCEE R EH O H 2 BIEERK(S0~60H2) D BRI ICBET 5%
FRENBAERNICBWTHITDNI, VUREREOBEE)NLZOBRENTRENL TS, Z0
LA BOHRIIBNT, BABERIIH L TEDL I REEE2 52 2N RAICHR T EME
2o TERY, BAIZEOEBIOSOVWTWHLES L) ERLFERLRET ILENLDS.

ZIT, KR TIIRACLDEER~DEELRBIETFLVSAVTEN TS0, /o7 av=y
F AT L2BIETFEFIDEH O & 72 o 728 Caenorhabditis elegans (C. elegans) % ET V&L L
THW:. SEI#HA IIBARENICCE L2 R TRETE2BEE TS5 L 2 BB L L, Differential Display
EZRAVWERARERHEFECETOREL, SLEZENLEMBETONS ONIZHONT
RT-PCR(Reverse Transcriptional Polymerase Chain Reaction)it % iV 72 mRNA L~V TORBE B
FrEiT», TOFREIZ OV TRI L.

2. RIBERFAEERE L mRNA BB E O E BT

SEIOERTHW-RHRBEAREEEIL, EFHOSKLE 2 Oxtm S, ERERLE LD RICE
FEZRERL TS, EREENICII—RDRREBRALZRBEIEDIZLNTED., aA/VICKVEAET
2BORELBTSYD, HREBICIVKEBRIESZ L TERERNBORELZHIH L. &
EOE=F—ICIIMRAOEELZ T R2VWAKERE F2 7 —7 L LEREHZAY, ER\EHANHLO
BRENFHBINATNWDIZILARERLI(ERL). AEBLZRAVEERTIBRRLBRE L 2VRREL
control, B ¥ 60Hz, BEFFAE 0.5T O IELBE R 28 HE LR HBBEL exposed L L, ENEHLD
#R DAl U7 Total RNA % AV T mRNA BB DB ZITo 7.

Z® mRNA BEEZEET 2I1CEK 112777 & 512, Differential Display 5T & ¥ BRI R REY7Z2
REETTEHBRET2RAEL, TOBEHRETO mRNA BREL S HITREO®EV RT-PCR kI &
D EBRICHITT 5. B#BRETO mRNA BEEZER L, control & exposed DA ITH Z LT
&%. %7z, control & exposed DHEBEDH BEZERE L student’s r-test IZ K D {To 7.

3. BERICEHEGRETORE L £ O mRNA HHE&EOEBAIBHT
3.1 BRICEHEMBRETOBEK
Differential Display #12 & Y BERICB RN LIEEERT 21 OBRBRETFERELE. Zhbo&BTF

— 104 —



Total RNA (control, exposed)
1

Synthesis _of pDNA

Experimental Area 180 mm X 120 mm X 13 mm fReve'se ranscription of mRNA)l
Fre quency f 60 Hz Differential Display — Real Time RT-PCR

. Amplification of cDNA Amplification of cDNA
Magnetlc field B 05T by arbitrarly primers (PCR) | by gene spacific primers (PCR)

. o . + a-BPJATP | +SYBR Green

Uniformity in area <2.0% Electrophoresis Measurement of

: fluorescence intensity
(magnetic field) Autoradiography

1 Determination of mRNA contents

Temperature t(°C) 15 <t< 37 Identification of differentially

. . expressed bands
Fluctuation in area <0.1 C l

DNA cloning
(temperature) l
DNA sequence
!
Homology search
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2 nes-2 Bf5F D mRNA BHRE(20°C)
(NS: not significant, :P<0.01, N=4)

DELITBATIIERMNTHIN, T—FR—R I LB3FER P—RBRENDO KRBT S FNEE
R, RBERCBADLS LEEINDHIBETFTHoTZ.
3.2 ncs-2 BEFD mRNA BEHEBEO R
EBLIZENSBEMBEFOIND nes-2 BIEFIT OV T RT-PCR #I2 X Y mRNA BHREBOFHRM
ERB L. EREBENOBEPRREOEENMRHET TH D 200CTIE, FFHEIDEDIZ D4 exposed A3
WML, BRERR 120 50 TR 25 FORBREOHME TR L7(K 2).

5. ¥&8

nes-2 BEFIIHBERTOIN Y T LB Y —F RO BLE LTOBELEDL, BRIZEDVF 7R
BELVOTEE~OEENOLEEENS. DX 51T, #BRICHE ST EIZIT - 7~ Differential
Display {£iZ X 2 BEFICEHEBIEFRIE & RI-PCR EIZ & 2 BIZFREOE BT O EEIIMh 0B
EHIRV. FEAMRIIEFREOL I, BHEBETHBIIMARERILDOL S REEE S
R DMEDEETIMITTICL EELRY. REEABELEBLZHAVWEMERRICL W BETF LA
LEKNTOMRER, V7 TNAMEER, RBIR L VoA BKBEE TORKHREE LB ETEINIT,
BABRBCL2BETREOTEH - M 2HEHT 5 2 & CERBERSERBHNERIEL FOER
SBNSHTAZ LB ENS.
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