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Age (years) 66 + 13
Gender (male) 12 (67 %)
Infarct vessel
LAD / LCX / RCA 13/1/4
Risk factors (%)
Hypertension 10 (55 %)
Diabetes mellitus 6 (33 %)
Dyslipidemia 7 (38 %)
Medication (%)
Calcium antagonist 1 (6 %)
ACE-l or ARB 14 (78 %)
Statin 9 (50 %)
Beta-blocker 8 (44 %)
Nicorandil 11 (61 %)
Elapsed time (min) 387 £ 289
Peak CK (IU/L) 3910+ 2625

LAD = left anterior descending, LCX = left circumflex, RCA = right coronary artery,
ACE-| = angiotensin converting enzyme inhibitor, ARB = angiotensin |l receptor blocker, CK = creatinine kinase
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Measure blood
glucose level and

Glucose 50 g oral add insulin or 25 g 18F - FDG
Insulin4 u s.c glucose 185 MBq inj. PET
45 min 45 min 45 min
0 45 90 135 Time
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11C - acetate
700 MBq inj.

Transmission scan Dynamic scan

10’ plo Time
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Group IDERILTRE KU T F o HE
Normal %WMBF 2 50%, %FDG 2 50%
Mismatch %MBF < 50%, %FDG 2 50%

Match WMBF < 50%, %FDG < 50%
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* Infarct segments (total 143 segments)

Normal group

34 segments

Mismatch group

Match group

41 segments

 Non - infarct segments (217 segments)
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