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Comprehensive gene expression analysis of cancer-infiltrating
|ymphocytes and peripheral blood cells for elucidation of cancer

immunity kinesis
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Using murine subcutaneous hapatoma model which shows the proliferating and succeeding
extinguishing phases, analysis of gene expression profile for local cancer-infiltrating
inflammatory cells as well as peripheral blood cells was performed. The features of gene
expression profiles for peripheral blood were distinct depending on the groups divided by
the days after cancer cells injection. The common feature of gene expression of local
cancer-infiltrating inflammatory cells as well as peripheral blood cells for mice with the
tumors at the maximum size levels showed IL-6 signal and response to unfoleded proteins.
As for the individually characteristic processes of gene expression, interferon signaling, NK
cell cytotoxicity, complement system for local cancer-infiltrating inflammatory cells, and
IL-10 anti-inflammatory response, amphoterin signaling for peripheral blood, were
featured, respectively. These suggest that comprehensive analysis of gene expression of
local cancer inflammatory response and peripheral blood cells will reveal the common as
well as the distinguished features of local and systemic inflammatory responses.
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