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Detection of novel gene mutation causing chromosomal instability using whole
exome sequencing in colorectal cancer

Sawada, Takeshi
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field cancerization

Due to the shortage of expense and clinical samples, we had to change
initial research plan. Instead, we assessed the DNA methylation of cancer-associated genes In a
cohort of BRAF-mutant precancerous lesions. We then compared those results with the lesions
clinicopathological features, especially colorectal subsites. The prevalence of lesions exhibiting
frequent DNA methylation was lower in the sigmoid colon and rectum than in other bowel subsites. In
addition, several cancer-associated genes showed higher methylation levels within lesions in the
proximal to sigmoid colon than in the sigmoid colon and rectum. These results indicate that the
methylation status of lesions with BRAF mutation is strongly associated with their location. By
contrast, no difference in aberrant DNA methylation was observed in normal-appearing background
colonic mucosa along the bowel subsites, which may indicate the absence of an epigenetic field
defect.
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