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Analysis of predictive biomarker of Erlotinib to non-small cell lung cancer
without EGFR mutation
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We analyzed predictive biomarker of erlotinib to NSCLC patients(pts) who
have wild-type EGFR.We utilized tumor tissue from the phase Il study to evaluate of erlotinib in
advanced NSCLC pts who have wild-type EGFR. C-Met gene amplification (GA) was evaluable in 56
patients and 11 pts showed c-Met GA. Progression free survivals of erlotinib was longer in pts with

c-Met GA than those without GA. Next-gene-sequence (NGS) was analyzed in 17 pts using cancer panel
of fifteen oncogene (TruSight Tumor 15). TP53 mutation was detected 10 pts among 17 pts. There was
no difference in DCR, PFS between pts with TP53 mutation and those without TP53 mutation. In NGS
analysis, "low coverage" was frequently observed due to low amount and low quality of DNA.

In our study, we could™nt detect biomarker of efficacy of erlotinib to EGFR-wild pts.In NGS
analysis using tinny tissue collected for diagnosis, it is matter to keep quality of DNA.
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