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Mechanisms of epigenetic regulation of glod-4/GLO1 gene in C. elegans
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Mutations in the glyoxalase gene, GLO1 which encode a methylglyoxal
metabolizing enzyme, have been reported in some patients with schizophrenia. To understand the
transcriptional mechanisms of GLO1, we analyzed the transcriptional regulatory regions of the glad-4

gene, which encodes the human GLO1 gene homolog in the nematode C. elegans. As a result, multiple
highly homologous regions were found in the upstream regulatory regions of both the GLOl / glod-4
gene, but it was not possible to identify the binding activity of SKN-1/Nrf2, which is one of the
transcription factor, that binds the ARE motif identified in the upstream region of GLOl gene.
In addition, we found the compound X, which is presumed to be involved in the life extension of the
glod-4 mutant by using the screening of the drug library.
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