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Gene analysis for novel causative mutations in an inherited arrhythmia and
determination of the underlying mechanism of arrhythmia

Hayashi, Kenshi
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Inherited arrhythmia can cause sudden cardiac death. It is important to
determine the underlying mechanism and prevent the sudden cardiac death. We performed candidate
gene analysis or whole exome sequence for inherited arrhythmia including long QT syndrome (n=66)
Brugada syndrome (n=32), inherited bradyarrhythmia (n=32), arrhythmogenic right ventricular
cardiomyopathy (n=17), and lone atrial fibrillation (n=6) using a next generation sequencer. We
performed whole exome sequence of 23 probands diagnosed with early-onset (<65 years) inherited
bradyarrhythmia and analysed 117 genes linked to arrhythmogenic diseases or cardiomyopathies. Of 23
inherited bradyarrhythmia probands, we successfully identified pathogenic or likely pathogenic
variants in 11 probands (48%).
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