(®)
2015 2016

Involvement of nutrient composition and intestinal flora on regulation factors
of pharmacokinetics

Shimada, Tsutomu
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Absence of intestinal flora Affect pharmacokinetics of drug, however there
was no report whether regulation of intestinal flora by daily life affect drug safe and effective.
This study investigated the effects of increment of good bacteria in intestine using the animal
model treated dietary fiber and medicine for intestinal disorders. The results showed that water
soluble dietary fiber and medicine for intestinal disorders, which increase good bacteria, did not
significantly affect pharmacokinetics factors. This study suggested that regulation of intestinal
flora in dairy life would not affect pharmacokinetics of drugs.
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