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Gene analysis for novel causative mutations in an inherited arrhythmia and
functional study for these mutations using zebrafish(Fostering Joint
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We performed candidate gene analysis or whole exome sequence for inherited
arrhythmia including long QT syndrome and Brugada syndrome using a next generation sequencer. We
identified many variants of uncertain significance (VUS) as well as many causative mutations. We
performed functional studies for these VUS using zebrafish embryo and could show functional
abnormality of them.
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